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Abstract

Peste des Petits Ruminants (PPR) is a contagious disease affecting
small ruminants caused by the PPR virus; The disease primarily affects
sheep and goats, but goats are more frequently and severely affected than
sheep the disease affected susceptible groups with varied degrees of
morbidity and mortality. A total of 400 animals, including 335 sheep and
65 goats diseased animals from different regions in Mosul city/ Iraq were
used in this Study. the animals included different ages groups, sexes, and
breeds. Some flocks consisted of a mix of both sheep and goats. The
collected samples included blood and nasal swabs. Sandwich ELISA was
used to detect the viral antigen from serum, and the nucleic acid was
extracted from nasal swab and then detected by using RT-PCR to
investigate F and N genes by using specific primers, The PCR product of
positive samples was sent to Macrogen, Korea for sequencing using Sanger
sequencing method, The results of sequencing were obtained as FASTA
format Text files. Selected Isolate were sent to GenBank, NCBI for
registration and obtaining specific accession numbers. Lamb Kidney cell
culture was prepared to cultivate the Isolate virus after molecular
diagnosis, electron microscope used to confirm the virus Isolation. Then

statistical and epidemiological analysis was conducted.

The results showed that PPR positivity was identified in a total of 171
animals (42.75%), where 95% of them were sheep and 5% were goats, in
addition, 49% of sheep were positive, whereas only 12% of goats were
positive in the univariable analysis, The difference between age, sex,
geographical location, season, flock size, and mixed animals were
statistically significant (P < 0.05), whereas variable for source (local,

imported) was not significant.
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Selected Isolate were sent to GenBank, NCBI for registration and
obtaining specific accession numbers OQ448864, 0Q448865, 0Q448866
and 0Q448867.

The CPE varied in their appearance in the passages depending on the
Isolate, as they were most severe in the OQ448866 with the highest virus
titer (2x10%° TCIDs¢/0.1ml) compared to the other Isolate in which the

virus titer increased as the passages progressed.

The results of the electron microscope showed the appearance of the

PPR virus in its typical form.
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