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Abstract

Seventy five samples were collected from various sources (saline water and
different soils environments, including 5 samples of agricultural soil for
comparison) for the period from August 18 to November 15, 2013. Thirty-five
isolation belonging to the genera Nocardiopsis and Streptomyces, ninteen isolates
were selected and had been diagnosed to species level, depending on 80
morphology, biochemical, physiological and molecular characteristics using
numerical taxonomy by using cluster analysis and simple matching coefficient
with average linkage. An amplification of 16s tDNA gene which almost appeared
at 1350 base pairs, the isolates were diagnosed within the National Center for
Biotechnology Information (NCBI) in USA using the Basic Local Alignment
Search Tool (BLAST), the nitrogen bases of the sequencing were compared using
Mega 5 and the method of Clustal W and clustering using the Un-weighted Pair
Group Method for the arithmetic Average (UPGMA) to find the evolutionary
relationship between species, the tree has been planned split into ten main clusters
A.B,C,.D.E,F,G,H,L,J the highest rate of isolation was 77.1 % which belonged to
the genus Nocardiopsis (13 isolates) , followed by 22.9% to Streptomyces (6

isolates).

The species N. dassonvillei occurred within the cluster A, and N. lucentensis
within the cluster B, and N. aegyptia within the cluster C, and N. arvandica within
the cluster D, and N. halotolerans within the cluster E, and N. xinjiangensis within
the cluster F, and N. halophila within the cluster G, and S. rochei within the cluster

H, and S. albiaxialis within the cluster I, and S. cacaoi within the cluster J.

Members of the genus Nocardiopsis were distinguished of being

unproductive earthy odour that are unique in members of the genus Streptomyces.



Some species of the genus Nocardiopsis characterized by possessing a private
structures of filaments grouped together at the end of the aerial mycelium or may
appear on both sides of the mycelium called Synnemata or may sometimes called
Coremia, which play an important role in the diagnosis and discrimination of N.
lucentensis and N. halotolerance who possess these special types of structures

from the rest of the genus Nocardiopsis under study that lack of such structure.

The species under study were classified depending on their ability to grow in
the presence of different concentrations of NaCl salt into three categories: Extreme
halophiles that have managed growth in salt concentrations reached more than 12%
NacCl as in the species N. xinjiangensis , N. halophila and S. cacaoi , and Moderate
halophiles that have managed growth in salt concentrations between 3-12% NaCl,
as in the species N. aegyptia and S. rochei, and Halotolerans which was able to
grow in the presence and absence of NaCl as in the species , N. dassonvillei ,N.

lucentensis, N. halotolerans ,N. arvandica and S. albiaxialis.

Most species showed sensitivity to antibiotics used, all species showed
sensitivity to the antibiotic Rifampin, while all of them were resistant to the
antibiotic Ampicillin, the antibiotic Ceftazidim has shown all kinds of isolated
resistance to him except for some members of the cluster I of the type S. albiaxialis

which was sensitive to this antibiotic.

Most of the species showed different inhibitory effective against bacteria
used for testing, which included Gram positive and negative bacteria, since all
isolates showed inhibitory effective against the Gram positive bacteria more than

the Gram negative for the bacteria.



