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Abstract

The present study paid attention to isolation of some contaminating
bacteria in home wells water at left side of Mosul city and detection of
the formation of biofilms in it. Wells water samples were collected from
16 wells from different neighborhoods of the city which included
Al-malyia, Al-Thubbat, Al-Muhandisin, Al-Noor, Al-Wahda , Al-Mithaq,
Al-Zuhur, Al-Qadisiyah the first and second, Al-Samah, Al-Ghufran. The
samples were taken during April 2017 and all samples were subjected to

physical, chemical and microbiological tests.

Bacterial isolates were identified by using API 20E strips and others
by VITEK 2 Compact for Gram positive and Gram negative bacteria.

The results showed that there were no great differences in water
temperatures and PH among the wells during study while showed marked
difference in Total Dissolved Solids (T.D.S.) and Electrical Conductivity
(E.C.) as well as estimation of Sulfate, Nitrate and Phosphate salts.

A total of 118 bacterial isolates were obtained, gram positive and
gram negative represented 24.58% and 75.42% respectively after
identification, Escherichia coli , Pseudomonas aeruginosa ,
Pseudomonas putida , Aeromonas hydrophila , Aeromonas salmonicida ,
Enterobacter  aerogenes , Pantoea  spp., Shigella  spp., Klebsiella
pneumonia , Serratia odorifera? , Acinetobacter boumanni
Acinetobacter haemolyticus , Grimontia hallisae , Burkholderia spp.
Kocuria  rosea,  Globicatella  sulfidifaciens and Staphylococcus

epidermidis were the identified species.

The diagnosis of bacterial species was confirmed using the 16S
rRNA gene after isolating DNA from bacterial species P.aeruginosa, E.

aerogenes, A.boumanni, K.rosea, and G. sulfidifaciens.



The polymerase chain reaction (PCR) was done after extraction of
DNA by using kit from Jena Bioscience GmbH (Germany) and the
concentration and purity of the extracted DNA were assayed. A pair of
universal primer for the detection of 16S rRNA gene was used. This gene
is present in all bacterial species and is a rapid and accurate diagnostic

tool for microorganisms.

Finally gene sequencing and sequencing of the nitrogen bases of the
16S rRNA gene amplified and isolated from the bacteria were done and
homology searches were conducted between the sequences of standard
gene BLAST program which is available at the National Center for
Biotechnology Information (NCBI) and Basic Local Alignment Search
program Tool (BLAST). We found corresponding between some isolates
that identified by VITEK 2 Compact and others didn’t corresponding

although there was high similarity in nucleotide sequences.

This study also included detection of biofilm in well water samples.
The biofilm formation stages were studied in different times from zero
time, 6, 24, 48 to 72 hours. The results showed biofilm formation during

72 hours with multilayers.



