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Abstract

This study included the isolation and diagnosis of seven types of
pathogenic bacteria, gram negative bacteria ( Escherichia coli, Proteus
mirabilis, Klebsiella pneumonia, Klebsiella oxytoca, Pseudomonas
aeruginosa, Pseudomonas stutzeri ), and gram positive bacteria
(Staphylococcus aureus) from females infected by Urinary tract infection
(UTI) and from the reviewers, to Al-Salam Teaching Hospital, Al-Khansa
Teaching Hospital and Mosul General Hospital) for a period of four
months from 1/10/2020 to 1/2/2021, the bacterial isolates were diagnosed
based on the microscopic diagnosis, phenotypic characteristics and

biochemical tests.

(100) urine samples were collected from females infected by UTI,
and (92) samples showed bacterial growth, these samples included (160)
bacterial isolates percentage (90.2%), of which seven different bacterial
types were diagnosed, including (53) isolates of E. coli with a percentage
of (33.1%), (26) isolates of P.mirabilis bacteria (16.3%), (22) isolates of
K.pneumonia bacteria with a percentage of (13.8%), and (3) isolates of
K.oxytoca bacteria with a percentage of (1.9%). ) and (13) isolates of
P.aeruginosa bacteria with a percentage of (8.1%), (2) isolates of
P.stutzeri bacteria with a percentage of (1.2%), and (41) isolates of

S.aureus bacteria with a percentage of (25.6%).

Molecular diagnosis was performed for the seven studied bacterial
species by PCR technology and based on the 16S rRNA region, the
sequences were multaligning with deposited sequences in Gene Bank,
and two new strains of E.coli and P.aeruginosa were obtained and

recorded at the National Center for Biotechnology Information (NCBI).

A sensitivity test was conducted for the most commonly used

antibiotics for urinary tract infections, where 10 types of antibiotics were



used, the bacteria types showed different effects against these antibiotics,
where the Ciprofloxacin antibiotic was the most effective antibiotic

against all studied bacterial types.

The important virulence factors were also investigated in the
diagnosed bacterial species, six different virulence factors were studied
which were (Hemolysin enzyme, Urease enzyme, Protease enzyme, the
ability to form Biofilm, the ability to produce B-lactamase enzymes, in
addition to its ability to produce a Coagulase enzyme). The results
showed different variations in the ability of the studied bacterial species
to produce these factors, the results showed that all bacterial species are
capable of producing -Lactamase enzymes, while S.aureus bacteria was

the only ones capable of producing the plasma coagulase enzyme.
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