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        Colibacillosis, caused by pathogenic strains of E. coli, is a significant 

disease affecting newborn lambs, leading to high mortality rates and 

substantial economic losses in sheep farming. Despite its impact, there are 

limited research on this disease and its causative agents in Iraq, particularly in 

Mosul city. This study aimed to molecularly confirm the presence of virulence 

genes in E. coli strains isolated from lambs with colibacillosis in Mosul, Iraq, 

and to assess their antibiotic resistance profiles. A total of 100 rectal swabs 

were collected from diarrheic lambs (less than one month old) across various 

farms and veterinary clinics in Mosul from October to December 2024. The 

samples were processed using conventional microbiological methods, 

including culture on selective and differential media, biochemical tests, and 

chromogenic agar for phenotypic detection of E. coli. Molecular techniques, 

specifically polymerase chain reaction (PCR), were employed to confirm E. 

coli isolates using the uidA gene and to detect virulence genes (stx1, stx2, 

and eaeA). Antibiotic susceptibility testing was performed using the disk 

diffusion method against 12 commonly used veterinary antibiotics. 

        The conventional diagnosis results revealed an E. coli isolation rate of 

84% (84/100). All isolates were confirmed as E. coli via PCR depending on 

the uidA gene. Among the 65 isolates tested for virulence genes, 92.3% 

harbored stx1, 72.3% harbored stx2, and 26.15% carried eaeA. Notably, 40% 

of isolates possessed both stx1 and stx2, while 26.15% carried all three 

virulence genes (stx1, stx2, and eaeA). Based on these findings, 98.5% of 

isolates were classified as STEC, with only 1.5% lacking any virulence genes. 

Antibiotic resistance profiling showed that all isolates were completely 

resistant to lincomycin, spiramycin, ceftriaxone, and metronidazole. High 



 
 

 

 

resistance rates were observed for amoxicillin (83.3%) and oxytetracycline 

(83.3%), indicating multidrug resistance (MDR). In contrast, 

fluoroquinolones, including norfloxacin, ciprofloxacin, and ofloxacin, 

retained their high inhibitory capacity for the majority of the isolates studied 

(sensitivity 83.3%). 

        This study highlights the prevalence of highly virulent E. coli strains in 

lambs infected with colibacillosis in Mosul city, necessitating effective 

treatment strategies and appropriate antibiotic management to reduce 

economic losses and the risk of zoonotic diseases. The findings accentuate the 

importance of molecular diagnostics in identifying pathogenic E. coli strains, 

and highlight the growing interplay of biological pathogens between 

veterinary medicine and public health. 
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