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Abstract

The present study includes collection of samples of leaves, stems
and vegetable infected by bacteria from vegetables that belong to many
plant families in Mosul city. The collection lasts four months from Al-
Danadan, Al-Rashidiya and Wandering sellers on November to end of
December in 2011 and October to end of November in 2012. Eighty
seven bacterial isolates were obtained from these infected samples. They
were Identified using morphological, cultural characters and biochemical
tests. The results revealed that 63(72.4%) of bacterial isolates are Gram
negative while 24(27.6%) isolates are Gram positive. These bacteria
belong to the following species, Pseudomonas aeruginosa, Xanthomonas
spp., Serratia marcescens, Klebsiella oxytoca, Staphylococcus aureus and

Bacillus cereus.

Random Amplified Polymorphic DNA (RAPD-PCR) reactions with
10 random primers were used to detect the genetic variations among
Xanthomonas bacterial isolates. Genetic diversity values appear to be low
among isolates from the same infected plant source which mean that they
are related to each other. While high diversity value generated when

Xanthomonas bacterial 1solates are from different infected sources.

Furthermore, the resistance of the bacterial isolates understudy to
(10) antibiotics and also to 5 salts of heavy metals were carried out. The
results showed different patterns of resistance all bacterial isolates have
highest resistance to Ampicillin (AP) with average of 79.2%, while for
heavy metals salts highest resistance is for Zinc chloride (ZnCl,) with
average of 91.8%. These variation patterns will be used as genetic
markers among isolates when performing genetic transformation and
bacterial conjugation. In addition, Xanthomonas isolates differ in

production of extracellular polysaccharide (EPS). Thin-layer



chromatography (TLC) revealed that the produced EPS has xanthan

COl’IlpOl’lel’ltS .

Characterization of the plasmid DNA content of different chosen
bacterial isolates were performed using gel electrophoresis technique.
Most of isolates showed only one clear DNA band with size more than
16.841 kb appear in agarose gel. In addition, locations the genes
conferring resistance to some antibiotic and heavy metals salts in
Xanthomonas isolates, were determined by genetic transformation with
frequency of 0.11x 10”. Genes encoding resitance to antibiotics
Tetracycline (Tc), Chloramphenicol (Cm), Gentamicin (Gen),
Erythromycin ( Er), Streptomycin (Sm), Rifampin ( Rf ) and to Cadmium
chloride (CdCl,) are located on their plasmid DNA content.

Bacterial isolates were chosen from each genus understudy for
conjugation processes acting as donars with standard bacterial strains
acting as recipients after using at least two suitable genetic markers. Most
of conjugation trials were succeed which indicate that plasmid DNA
content in donar isolates have the capability to mobilize, transfer and
replicate in recipient bacteria with conjugation frequency ranges from
0.12x10°to 0.13x10™. Also conjugation among different bacterial genera
isolated from the same infected site on plant, were performed. The results
showed that there 1s a capability for the plasmid DNA content in donars
to mobilize and transfer with conjugation frequency 0.10x10° to 0.9x107,
although different groups of Gram stain bacteria were included in

conjugation experiments.

Another characterization for plasmid DNA content of Xanthomonas
bacteria was added. Transposable element carrying chloramphenicol
resistance appear to be found in plasmid DNA content and it is related to

group that does not leave a copy of it in its original site after induction.
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