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ABSTRACT

A total of 233 samples of different clinical (wounds, urine,
respiratory tract infections, burns, C.S.F.) and hospitals environment
samples were collected between August 2017 and January 2018 from

Mosul hospitals to investigate the presence of Acinetobacter baumannii.

Samples were cultivated on selective media : Leed Acinetobacter
agar and Herellea agar, as well as, they cultured on the Blood agar and
MacConkey Agar , then the biochemical tests of the bacteria were
performed, the diagnosis was completed using the API 20E system, and
the molecular diagnosis of our local isolates was finally and definitively
determined by investigating the presence of the diagnostic gene (blaoxa-51
iie )Using PCR technology. Nineteen isolates of Acinetobacter baumannii

were obtained (8.1%).

For the purpose of identifying any of our local isolates belonging to
the Multidrug resistant- 4.baumannii( MDR) or Extensive drug resistant
(XDR) group, sensitivity test was done against 15 antibiotics for all
isolates. The results showed high resistance to 4.baumannii 1isolates of
antibiotics. All isolates showed 100% resistance to nine antibiotics:
Ceftriaxone, Meropenem, Azithromycin, Tobramycin, Amikacin,
Gentamicin, Ciprofloxacin, Nalidaxic acid and Trimethoprime. The
results of this study were 100% MDR-Ab and 16 isolates (84.2%) of
XDR-AD.

The ability of isolates to adhere on the polystyrene and to possess
the malonate succinate enzyme and its ability to liquefaction the gelatin
was investigated. The results showed that all the isolates were able to
adhere to the polystyrene, with no gelatinase enzyme, while showing a

difference in their consumption of malonate.



Biofilm formation was investigated by 4.baumannii and all isolates
showed the ability to form the biofilm (100%). Four isolates were
identified from the bacteria that showed the highest levels of biofilm
formation as well as the use of standard strain 4. baumannii ATCC
19606. Inhibition of the biofilm was investigated using EDTA and five
amino acids(Glycine,Phenylalanine, Glutamic acid, Methionine, Leucine)
and five of the plant extracts(Turmeric, Cloves, Bay leaf, Myrtle and
Rosemary).The results showed that EDTA has a significant inhibitory
effect in concentration of 150 mg/l. The50 mM concentration of Glutamic
acid had inhibitory effect on the biofilm, while plant extracts were varied
in their inhibition, turmeric showed a good inhibitory effect, while the

other extracts showed no effective inhibition against biofilm formation.

The presence of some virulence genes that included six genes (omp
A, plc N, csg A, las B, iut A, fyu A) were detected using their specific
primers using PCR technique , results showed the presence of these genes
as 100% and 52.6% and 63.1% and 21% and 21% respectively, while the

gene fyu A was not found in any isolates 4.baumannii .

The genetic variation of all local isolates and standard strain was
carried out by RAPD technique using ERIC-2 primer, Twelve genotypes
were obtained, divided into four groups and eight single isolates, with
molecular weights ranging from 251- 1548 bp. The evolutionary tree
showed that two of the isolates taken from the hospital environment

showed away from other isolates.

Sequencing analysis was performed for three isolates showing a
variation in the phenotypic pattern of the genotype. The results matched
two isolates with the Acinetobacter baumannii MDR-ZJ06, complete
genome by 95%, while the third isolates showed the same strain but by
96%.



