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ABSTRACT:

The aim of this study to detect the correlation between genetic variation of

some genes with biochemical marker of osteoporosis .

Current study included (96) women, ages ranging from (45-65) years, from
the reviews to the private pathological analyzes laboratories in the Mosul city, in
a period of time ranging from September to November of the year 2021, and the
clinical cases of the disease were relied upon in selecting samples. The samples
were divided into two groups depending on the biochemical results: The first
group: This group included 25 women who did not suffer from any problems and

was considered as a control group

The second group: This group included 71 women with osteoporosis based
on biochemical results. The biochemical indicators associated with osteoporosis
were measured (Osteocalcin, Pyridinoline, Hydroxyprolin), and the level of a
number of biochemical variables (V.D, Uric acid, Ca) was determined, and the
genetic variation of a number of genes associated with osteoporosis was

determined (COL1Algene, COL1A2). gene, VDR gene)

The results of the study showed a significant decrease in the value of the
biochemical indicators at the level of probability P<0.05 in patients with
osteoporosis compared to the control group. 209.1 + 31.4) and control (299.5 +
23.6 a) and osteocalcin for the patients is (8.9 &+ 0.93 a) compared to the control
group (9.2 £1.45 a)

The results of the study, as shown in Table (4-2), showed a significant
decrease in the value of V.D in fragility patients (16.1 £ 1.01) compared to the
control group (35.4 = 4.23) in Hassan. We did not find any significant difference
in the value of each of Calcium and Uric acid ( 8.1 £ 0.67) (5.9 £ 0.02),

respectively, compared to the control group at a probability level of P<0.05.

The results for women with osteoporosis for the COLA1 gene showed that
the frequency value of the mutated genotype AA in the group of women with

osteoporosis was 10%, which is the lowest compared to the mutated genotype in
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the control group of 5%, while the value of the healthy (normal) AA genotype

was the same. The highest rate was among women with osteoporosis by 62%,
compared to the healthy group, in which the percentage of a healthy (normal)
genotype was higher than 90%.

As for the heterogeneous genotype AC, in the group of infected women,
28%, the percentage of observations was high compared to the control group, 5%.
As for the allelic recurrence, the results showed that the incidence of the mutant
allele A was high in the patients group, 23% compared to the control group, §8%.
As for the natural allele, it was 62% in the patients, compared to 92% in the control
group.

The allelic observation and the frequency of the different genotypes of the
COLA2 gene at the site (rs412777), the results showed that for women with
osteoporosis, the value of the frequency of the cc mutant genotype in the group of
women with osteoporosis was 23%, which is the lowest compared to the mutant

genotype in the control group, with a percentage of 0. %

While the value of the normal (normal) genotype AA was the highest among
women with osteoporosis by 57% compared to the healthy group in which the
percentage of the normal (normal) genotype was 100%, while for the
heterogeneous genotype AC in the group of infected women it was 20% The
percentage of observations was high compared to the control group 0%. As for
the allelic recurrence, the results showed that the incidence of the mutant allele C
was high in the patients group 33% compared to the control group 0%, while for
the natural allele, it was 67% in the patients compared to the control group 100%.
As for the allelic observation and recurrence of the different genotypes of the VDR
gene at the locus (rs7975232), the results for women with osteoporosis showed
that the recurrence value of the CC mutant genotype in the group of women with
osteoporosis was 18%, compared to 15% for the mutant genotype in the control
group. 15%, while the value of the normal (normal) genotype, AA, was 37%
among women with osteoporosis, compared to the healthy group, in which the

percentage of the normal (normal) genotype was as high as 40%. As for the
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heterogeneous genotype, AC, it was 45% in the group of afflicted women. The

percentage of observations was equal to the control group 45%

As for the allelic frequency, demonstrated that the incidence of the mutant
allele C was high in the patients group, 40% compared to the control group, 38%.
As for the natural allele, the percentage was 60% in the patients, compared to 62%
in the control group. And after conducting a sequence test and matching the VDR
gene in the study samples with the control sample and matching it with the gene
sequence on the NCBI website, it turns out that we have many different genetic
variations, which are divided into two basic types, either transition variations or
(Transversion) variations and their locations depending on the type of bases

heterogeneous.
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