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Abstract

The GC gene encodes the protein Vitamin D Binding Protein, which plays
an important role in the transport of vitamin D. This protein belongs to the
albumin family. The GC gene is located on the long arm of chromosome 4 (4q12-
ql3), which consists of 1690 nucleotides, The GC gene has many genetic
variations that are dependent on the single nucleotide variation (SNP), and the
proteins resulting from these variations differ in the ability to bind with 2 (el
and its different forms. It has been proven that the variants in this gene change the
concentrations of 25 OH-D3 in the plasma, so the defect in these variants of the
VDBPgene is closely related to many diseases, including 2 (sl deficiency and

cancer.

The current study included (95) women between the ages of (35-45) years
during August to October of 2021 and was among the reviews to the private
pathological analysis laboratories in Mosul city, the samples were divided into
two parts, the first group included 21 women were considered as a control group.

The second group consisted of 74 women with vitamin D deficiency

(5.0) ml of venous blood was drawn from these women and divided into two
parts, the first part was placed in tubes containing EDTA anticoagulant, and the

second part was placed in tubes free of any anticoagulant.

The results of the study showed that the mutant genotype of the control group
was 5% in the locus (rs17467825), compared to women with VD deficiency, the

recurrence rate of the GG mutant genotype was

28%, while the percentage of the normal genotype was high 85% for the
control group when compared to the percentage of the normal genotype AA where
it was the lowest among women with VD deficiency by 16%, While the
heterogeneous genotype of the control group was 10% when compared with the
heterogeneous AG genotype, the percentage of observations of it was high in the

group of women suffering from VD deficiency 56%.



The results of allelic recurrence showed that the percentage of observations
of the mutant G allele in the group of women suffering from 2 (b deficiency
56%, which was high when compared to the control group 4%, While the allelic
frequency of the percentage of observations of the normal allele in the group of
women suffering from VD deficiency was 44% when compared with the control
group, which was 90%. The results of the study also showed that the odds level
was O.R =30.0 at the probability level of P =0.0018 for the mutant GG genotype,
while the odds level was O.R = 11.8 at the probability level of P < 0.0001 for the

mutant allele.

The results of the study for the group of women with VD deficiency showed
that 36% of the mutated GG genotype was seen at the locus (rs7041), The rate of
observations was 28% for the normal TT genotype, and the rate of observations

was 36% for the heterozygous TG genotype.

Compared with the control group, the rate of observations of the mutant
genotype GG was 10%, which is the lowest, while the percentage of rate of the
normal genotype TT was 19%, and the heterogeneous genotype TG, the

percentage of observations was 71%, which is the highest.

As for the rate of allelic recurrence, it was 55% of the mutant allele G and
45% of the normal allele T in patients with 2 (b deficiency. When compared
to the healthy group, the percentage of observations was 45% of the mutant allele,
compared to 55% of the normal allele. The results of the study showed that the
odds level of the mutant genotype was very high O.R =2.7000 at the probability
level of P = 0.2776, while the odds level of the mutant allele is O.R = 1.4635 at
the probability level of P =0.2783.

The results of this study for a group of women with VD deficiency showed
that the rate of observations of the mutant genotype AA at the locus (rs4588C)
was 13%, which is the lowest, the rate of observations of the normal genotype CC
was 40%, and the percentage of observations of the heterozygous genotype CA

was 47%, which is the highest.



compared with the healthy group, as the rate of observations for the mutant
AA genotype was 20%, and the rate of observations for the normal genotype CC
was 14%, which is the lowest, while for the heterogeneous CA genotype, the

percentage of observations 66%, which is the highest.

while the rate of allelic recurrence was 35% for the mutant A allele and 65%
for the allele The normal C in the patients with VD deficiency compared to the
healthy group, as the rate of viewing for the mutant allele is 53%, while the rate
of viewing for the normal allele is 47%. As The results of the study also showed
that the odds level for the mutant genotype O.R = 0.2250 was very high at the
probability level of P = 0.0804 and the odds level for the mutant allele was O.R
= 0.5072 at the probability level of P = 0.0547.
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