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Abstract

This thesis was in the study of the mechanism of development of the
performance of the classification of the technology of the support vector
machine based on genetic algorithm technology through two main sides.
The first side: This aspect is specific in the study of the necessary feature
selection in the process of classification of data, especially when the size
of this data is very large, such as leukemia data. A proposed method was
used between the genetic algorithm and the support vector machine
technology, which converts data from the high-dimensional space into the
low-dimensional space in order to determine the necessary features
required for the classification process performed by the support vector
machine technology. The number of features in the suggested method was
reduced from 7129 to 1000 feature only. The second side: This aspect
included the use of the genetic algorithm as a tool to select the best
parameters ¢ and ¢ in the support vector machine technique. The fitness
function was built on the genetic algorithm based on the classification
error and using parameters ¢ and o as dependent variables for this
function. The parameter values ¢ and ¢ were obtained in the proposed
method in a manner suitable for the type of application by the genetic
algorithm. Normal support vector machine technology. The practical
application of the leukemia data for the proposed methods (first and
second side) showed that the rating ratio for the proposed method is higher
than the rating for the conventional support vector machine technology,
indicating the efficiency of the proposed method compared to the normal
support vector machine method.



