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Abstract 
The study included the examination of 200 cats of different ages and of both 

sexes (males, females). The nature of their management system is (inside 

homes, outside homes). The origin is both (imported, local), and their 

vaccination programs (vaccinated, not vaccinated).  They were clinically 

examined and clinical signs were recorded. The study aimed to investigate the 

virus in cats using the polymerase chain reaction and the indirect 

immunofluorescence test to compare the extent of differences in the presence 

of the virus in eye swabs and pharyngeal swabs in order to determine the role 

of some epidemiological factors such as age, source, health status, breeding 

systems, and case history, and whether the animals were vaccinated or not. On 

the percentage of infection and the establishment of the genetic phylogeny of 

feline calicivirus, blood samples were collected from the cephalic vein, as well 

as swabs from the conjunctiva of the eye and the pharynx area. Then, the 

samples were transferred in a tight and refrigerated manner and as quickly as 

possible to the Microbiology Laboratory - College of Veterinary Medicine - 

University of Mosul. The results of the examination showed Clinical signs in 

the examined animals during the study of the presence of clinical signs of 

varying intensity and type, as represented by the presence of secretions from 

the eyes with conjunctival congestion, nasal secretions, abortion in females. 

Melting, jaundice, edema in the joints with lameness, ulcers of different sizes 

in the tongue and gums, in addition to that some animals were apparently 

healthy. The results of the serological study showed that the rate of infection 

with feline calf virus reached is (59%), and the highest percentage of infection 

was in the ages less than six months at a rate of (60.9%), and in cats that suffer 

from ulcers in the mouth is (64.4%)  while in cats raised indoors (60.1%), in 

addition to a high percentage in imported cats (65.6%) compared to local ones 

(52.8%). The highest infection rate is found in vaccinated cats (68.05%). the 

results of the molecular study showed a higher infection rate from swabs 

collected from the pharyngeal area (44.5%) compared to swabs collected from 
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the conjunctiva. The study results also showed that the highest infection rate 

was in The age group less than 6 months (47.1%) and the incidence of 

infection decreased with age. The highest infection rate was recorded in cats 

suffering from mouth ulcers (51.1%) and in cats raised indoors (42.6%) as 

well as imported ones (48.9%). ), while vaccinated cats recorded the highest 

rate of infection with feline calicivirus (33.3%). 

For the purpose of detecting the specific antibodies to the feline 

calicivirus in the blood that was Collected from cats, indirect  

immunofluorescence assay was used .The RNA molecule of the feline goblet  

 virus was also investigated by extracting RNA from the smears, and then 

detecting the Open Reading Frame (ORF) gene through the use of the special 

primer within the technology. Polymerase chain reaction, and from the 

positive samples, 10 samples were selected and their DNA was purified. Then 

the genetic sequence for each sample was conducted in the Marcrogen 

Laboratory, Korea, and then the similarity of the genetic sequence was 

determined in the database using the Basic Local Alignment Search program 

(NCBI) www.ncbi.nlm.nih.gor). Then, a multi-string alignment was generated 

using Cluster omega program, and then a phylogenetic tree was constructed 

using MEGA 7. 

The results of the genetic sequence of the ORF3 gene of the feline calf virus 

showed the presence of a genetic sequence of the samples sent in cats in the 

city of Mosul, as it was found that there were only two isolates out of the total 

samples sent for the genetic sequence. 78.9% of  the results of the multiple 

sequence alignment of the ORF3 gene (Open Reading Frame) showed the 

presence of fixed regions of the sequence of the nucleotide bases of the ORF3 

gene, as well as the presence of common, variable and missing regions among 

the sequences; while the results showed a similarity ratio between the local 

isolates bearing the registry number in a bank Genes (OK317704) with many 

global isolates registered in the gene bank, where the highest similarity rate 
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was 100% and the lowest was 9.1% similarity, while the similarity rate 

between local isolates bearing the registry number in the gene bank 

(OK317705) with global isolates of the virus, which reached the highest 

percentage 98.8% similarity, and the lowest similarity rate is 9.1%. The results 

of the study showed that the phylogenetic tree that was created, that the ORF3 

gene of the two genotypes isolated during the study has phylogenetic 

characteristics. and evolutionary with the recorded genetic species, as the 

evolutionary relationship ratio ranged from 99.3-100%.              

 


