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Streptococcus  pyogenes 43(53.75%), Klebsiella pneumoniae 15
(18.75%), Staphylococcus aureus 12(15%), Pseudomonas aeruginosa

5(6.25%), Streptococcus pluranimalium 3(3.75%) and Escherichia coli
2(2.5%).
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Summary:

Respiratory tract infections cause one third mortalities of children
around the world. These infections are caused by a variety of pathogens
that invade the nasopharyngeal cavity and lungs of children. Moreover,
the immune system of children is not developed yet. This study was
conducted by collecting 90 clinical samples from respiratory fluids sucker
and nasopharyngeal cavity of suffering from respiratory tract infections.
The patients who visited Ibn Alatheer children hospital, Alkhansaa
university hospital and Ibn-seena university hospital, where The aged 5
days to 6 years old duration of collecting samples ranged between
November 2020 to February 2021.

All samples were processed for isolation and identification using
conventional identification methods including culture characteristics,
microscopic morphology and biochemical tests. The identification of
isolates were then confirmed molecularly using 765 rRNA based
sequencing method using BLASTn tools available on National Center for
Biotechnology Information website (NCBI). We managed to identify 6
pathogens as follows: Streptococcus pyogenes 43(53.75%), Klebsiella
pneumoniae 15 (18.75%), Staphylococcus aureus 12(15%), Pseudomonas
aeruginosa 5(6.25%), Streptococcus pluranimalium 3(3.75%) and
Escherichia coli 2(2.5%).

Novel S. pluranimalium was isolated for first time in Iraq from human as
it is widely known that S. pluranimalium is agricultural and domesticated
animals pathogen.

Antibiotic susceptibility test was performed using 5 antibiotics for
each bacterial isolate. The results revealed that P. aeruginosa was
resistant to Ceftazidime (100%). Similarly, E. coli showed 100%
resistance against ampicillin and amoxicillin-clavulanate. Furthermore,
K. pneumoniae showed 100% resistance against Ceftazidime. Similarly,
S.  pluranimalium showed 100% resistance against Azithromycin. S.
pyogenes showed 93% resistance against Chloramphenicol. S. aureus was
found to be 92% resistant against Chloramphenicol.

Furthermore, molecular identification of some genes encoded for
virulence factors in bacterial isolates in this study using gene sequencing
method. Detection of fimH (encoded for attachment protein in E. coli),



hrtA (encoded for heat shock protein in K. pneumoniae), phzS (encoded
for protein involved in pyocyanin synthesis in P. aeruginosa), coa
(encoded for coagulase enzyme in S. aureus), and slo (encoded for
streptolysin O in S. pyogenes). The sequencing results revealed a very
close match of genes with subjected database with identity percentage
100%.
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