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Summary:

The study includes a factorial experiment consisting of five genetic
compositions of sweet corn (Fito, Arzuman, Aristo, Syngenta, and
Monarch) with three planting dates (July 15, July 22, and July 29) at the
University of Mosul / College of Education for Girls for the autumn
season 2023-2024 according to the Randomized Complete Block Design
(R.C.B.D) with three replicates. To evaluate its performance at three
planting dates and estimate the genetic traits, which includes genetic,
phenotypic, and environmental variance, genetic, phenotypic, and
environmental coefficient of variation, broad-sense heritability, expected

genetic advance, and its addition to the components of quail feed.

It studies the traits of the number of days to silking (50%), the
number of days to tasseling (50%), plant height, leaf area the main ear,
number of ears, ear length, number of rows per ear, number of grains per

row, weight 100-grain, plant grain yield, and carbohydrate percentage

(%).

The study results show the following:

1. The results of the variance analysis shows that the mean squares of
genotypes were significant at 1% and 5% for most of the studied traits.

2. The Arzuman genotypes was superior in the traits: number of days to
silking, number of days to tasseling, plant height, leaf area the main
ear, number of ears, weight 100-grain, and carbohydrate percentage.
Followed by the superiority of the Syngenta genotype in traits:
number of rows per ear, number of grains per row, and plant grain
yield.

3. The third date, July 29, exceeded in five traits: plant height, leaf area
the main ear, number of ears, ear length, and weight 100-grain. The

second date, July 22, exceeded in four traits: number of rows per ear,
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number of grains per row, plant grain yield, and carbohydrate
percentage. Meanwhile, the first date, July 15, exceeded in three traits:
number of days to silking, number of days to tasseling, and
carbohydrate percentage.

4. The values of genetic, phenotypic, and environmental variance
differed from zero for all studied traits. The values of the phenotypic
coefficient of variation were higher than the genetic coefficient of
variation for all traits. The broad-sense heritability values were high
for most traits and moderate for the number of grains per row and
carbohydrate percentage. However, the expected genetic advance
values were high for traits such as plant height, leaf area the main ear,
number of ears per plant, and medium for traits such as ear length,
number of rows per ear, number of grains per row, weight 100-grain,

and plant grain yield, and low for the remaining traits.

5. The study shows that adding sweet corn to the diet of quail resulted in
significant differences, as it was found that the genotype (Fito) had a
significant effect when measuring the bird's blood count and liver
enzymes compared to other genotypes, while no significant

differences were appeared among the other genotypes.
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