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Summary

This study included isolating 10 local isolates of Saccharomyces
Yeast from the local markets of the city of Mosul . The isolates were
diagnosed based on phenotypic and cultural tests in addition to
biochemical tests , the results showed that these isolates belong to genes
Saccharomyces cerevisiae.

The resistance of local isolates were tested for 8 different types of
antibiotics. all the isolates showed resistance to Chloramphenicol Cm ,
Ampicillin (Am) , Tetracycline (Tc) and Streptomycin (Str) with a ratio
100% as for the antibiotic Erythromycin (Ery) the isolates were resistant
either ratio 70% as well as for Amoxylin (Am) the percentage of
resistance was 90% while the isolates showed sensitivity to Nystatin (Ny)
With ratio80% and to Flagel (Fla) 90% . In addition the resistance of the
local isolates under study were tested for five salts of heavy metal, the
results showed resistance of the isolates to Zinc chloride (ZnCly), Nickel
chloride (NiCl, )and Cobalt chloride (CoCl, )with ratio 100% and
Mercury chloride (HgCl, )is 90% while the sensitivity of the isolates was
clear of Cadmium chloride with ratio 70% .

Molecular diagnosis of local isolates were carried out using firstly the
specific PCR indicators and by specialized primers (SC1 , SC2) . The
results showed 8 bands of purified genomic DNA from local isolates of
similar size at (1170) bp. On the other hand, it did not show any band of
the DNA as a result of the specific-PCR reaction specialize of isolates
(SY1, SY3) in the agarose gel .

The Sequence of the nitrogenous bases of the specific PCR products
were determined for three chosen local isolates. The results were
analyzed using DNA BLAST/NCBI program revealed that there is a
similarity with ratio (99,98,87)% between the local isolate (SY2, SY4,
SY7) respectively and the standard strains sequences of Saccharomyces
cerevisiae already recorded in the Gene Bank. Additionally, the point
mutations whether they are substitution or addition or deletion were
observed in some position of the nitrogenous bases after comparing the
sequences of the tested local isolates and the standard. These mutation
may occur spontiously .



Thus, the results of the specific PCR reaction technique the analysis
of the nitrogenous bases sequence of the specific PCR products of the
local isolates and standard strains give a good indication at the molecular
level that these local isolates belong to Saccharomyces cerevisiae .
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